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Mandates for specific datasets

For the following types of data set, submission to a community-endorsed, public repository is mandatory. Accession numbers
must be provided in the paper. Examples of appropriate public repositories are listed below.

Mandatory deposition Suitable repositories
Protein sequences Uniprot
DNA and RNA sequences Genbank

DNA DataBank of Japan (DDBJ)

EMBL Nucleotide Sequence Database (ENA)
DNA and RNA sequencing data NCBI Trace Archive

NCBI Sequence Read Archive (SRA)
Genetic polymorphisms dbSNP

dbVar

European Variation Archive (EVA)
Linked genotype and phenotype data dbGAP

The European Genome-phenome Archive (EGA)

Macromolecular structure [Worldwide Protein Data Bank (wwPDB)
Biological Magnetic Resonance Data Bank (BMRB)

Electron Microscopy Data Bank (EMDB

Gene Expression Omnibus {GEOQ)

ArrayExpress
Crystallographic data for small molecules Cambridge Structural Database

Microarray data (must be MIAME compliant)

http://www.nature.com/authors/policies/availability.html
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dbGaP EGA

Database of Genotype and Phenotype European Genome-phenome Archive

v JGA & EGA (& SRA ZXR—X([CUTeT—HFETILZER
v dbGaP & EGA (IEEHka3ZR (JGA EEETFIE)




PRAKDBANG J [T —FIR— XD
(KEdbGaP. KM EGA)

& AR




dbGaP@ A [EINIH NLM NCBI

& NCBI  Resources (¥} How To

dbGaP dbGaP | | Search

AL
K
5
L0

2277

The database of Genotypes and Phenotypes (dbGaP) was developed to archive and distribute the
results of studies that have investigated the interaction of genotype and phenotype.
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Getting Started Access dbGaP Data Important Links
dbGaP Tutorial Collections Summary Statistics
Overview Apply for Controlled Access Data dbGaP RSS Feed B
FAQ Public Data via ftp Download Code of Conduct
How to Submit Association Results Browser Security Procedures
Browse Top Level Studies Phenotype-Genotype Integrator Contact Us

dbGaP provides two levels of access - open and controlled - in order to allow broad release of non-sensitive data, while
providing oversight and investigator accountability for sensitive data sets involving personal health information. Summaries
of studies and the contents of measured variables as well as original study document text are generally available to the
public, while access to individual-level data including phenotypic data tables and genotypes require varying levels of
authorization.

http://www.ncbi.nlm.nih.gov/gap



NIH Genomic Data Sharing Policy

U.S.Department of Health & Human Services

m Genomic Data Sharing (GDS)

NIH-funded investigators are expected to

submit human genomic data from studies
Policy | that fall within the scope of these Policies to the
nmcenol NTH database of Genotypes and Phenotypes
ool (dbGaP) or other relevant NIH-designated data

To promote

zpopratd. FEPOSItOries such as Gene Expression Omnibus

Genomic D.

o (GEO), Sequence Read Archive (SRA), or the
~ Cancer Genomics Hub.
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Beacon
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GAA4GH Driver Project:
Beacons to Discover Data
YES /
/ Do you have any @
genomes with an “A” at
position 100,735 on >
chromosome 37 | " | can neither
\ confirm nor
deny that
request

https://genomicsandhealth.org/files/public/6-Beacon-HausslerGA4GHLeiden.pdf
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Matchmaker Exchange
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Goal: To identify causal genes for rare disease by matching
phenotypes and genotypes across a federated network of
genomic databases.

Patient #1

. Patient #2
Clinical Geneticist #1 'T:f f»ﬁ‘ s D Clinical Geneticist #2
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Phenotypic Genotypic Data Genotypic Phenotypic

Data Gene A Data Data
Feature 1 Gene B Gene D Feature 1
Feature 2 Gene C Gene G Feature 3
Feature 3 Genep TTTTT™ Gene H Feature 4
Feature 4 Gene E Feature 5
Feature 5 Gene F Feature 6

Courtesy of Joel Krier

https://genomicsandhealth.org/files/public/8Plenary2Presentation-MatchmakerExchange-HeidiRehm.pdf
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RDF&IE ?

-RDF Resource Description Framework
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NBDC RDFFR—4AJLH Ak

The NBDC RDF Portal provides a collection of life science datasets in RDF (Resource
Description Framework). The portal aims to accelerate integrative utilization of the

heterogeneous datasets deposited by various research institutions and groups. In

this portal, each dataset comes with a summary, downloadable files and a SPARQL
P Llg®] _
endpoint.
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Datasets Statistics Links
List of RDF datasets with sorting Table of sortable statistics of Graph of links between RDF
and filtering options RDF datasets datasets

http://integbio.jp/rdf/
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https://sc.ddbj.nig.ac.jp/index.php/
systemconfig

" 10Gbps Ethernet
56Gbps 4xFDR
*40Gbps 4xQDR
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HP Proliant SL230s Gen8

Fortigate 3040B
10GhEYT IS

Thin

HP Proliant SL230s Gen8
CPU: Xeon ES 2680v2x2/node

CPU: Xeon ES 2670x2/node
Memory: 64GB/node j’ ]
x1 /node
08 ) G4nodes
InfiniBand X A F

SSD: 400GB SSDx76node
HP Proliant SL250s Gen8
GPGPU: Tesla M2090x1/node ‘e Mellanox
GDA700 x1

Memory: 64GB/node
x1 /node GD 4036 x9

SSD: 400GB SSDx64node
) 2nodes ) e
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Mellanox

SX6536x1
SX6036x1

x1 /node

Memory: 64GB/node
SSD: 400GB SSDx32node

Thin (GPU)

HP Proliant SL250s Gen8
CPU: Xeon E5 2680v2x2/node
GPGPU: Tesla K20x1/node

1 /node Memory: 64GB/node

BEEIEZTENN | Thin (Xeon Phi)

HP Proliant SL250s Gen8
CPU: Xeon ES 2680v2x2/node

Co-processor:
Xeon Phi 5110Px1/node

HP Proliant DL980 GZ
CPU: Xeon E7-4870x8/node :-—-
x1 /node

Memory: 2TB/node

SGI Altix UV1000 ’I
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CPU: Xeon E7 8837x96/node
Memory: 10TB/node
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Memory: 64GB/node

T Medium

HP Proliant DL980 G7
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Memory: 2TB/node
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