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Syst Biol. 2021 Oct;17(10):e10387. Erratum in: Mo/ Syst Biol. 2021 Dec;17(12):e10851.
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[Inoue JSAI 2010] Inoue, K. (2010): Abduction and Induction. 7rans. JSA/25(3) 389-399.

[Timilsina+ BMC Bioinform. 2019] Timilsina, M., Yang, H., Sahay, R. et al. 2019): Predicting links between tumor samples and genes using 2-Layered graph based diffusion approach. BMC Bioinform. 20, 462.
[Wagner+ Cel/2021] Wagner, A, Wang, C, Fessler, J,, DeTomaso, et al. (2021): Metabolic modeling of single Th17 cells reveals regulators of autoimmunity. Cell, 184(16), 4168-4185.e21.
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